AGTRAP/C11orf2 6.9 7.2 6.8 7.2 6.4 6.7 6.5 6.6 6.6 6.7 6.7 6.9 6.7 6.7 6.8 6.7 6.5 6.1 6.3 6.1 6.5 6.1 6.4 6.2 6.3 6.3 6.4 6.3 6.7 6.6 6.2 6.9 ALPL 10.5 8.0 10.0 7.7 6.2 2.8 5.8 3.4 11.2 10.8 11.2 11.1 9.8 7.9 9.6 7.8 10.4 6.9 10.5 6.7 8. 11.3 8.3 11.2 8.4 11.7 8.8 11.8 8.6 10.2 9.9 10.5 9.9 11.7 9.1 11.6 9.2 7.2 5.7 7.3 5.9 11.4 6.4 11.2 6.7 7.7 6.5 7.8 6.6 11.7 7.0 11.8 6.6 ANGPTL4 6.1 6.1 6.0 5.7 6.5 6.1 6.5 5.7 6.4 4.6 5.3 4.8 5.1 5.5 5.9 5.7 6.3 6.7 6.5 6.6 5.9 5.6 6.0 5.1 6.1 6.6 6.4 6.8 7.3 6.9 6. APOD 10.6 10.3 10.8 10.6 5.3 5.6 5.7 5.5 10.3 10.1 10.0 9.9 5.5 5.2 5.0 4.8 10.1 11.1 10.1 11.2 7.1 8.7 6.9 8.8 8.8 10.9 8.6 10.9 6.2 7.0 6.3 6.2 APOE 3.4 2.8 2.7 3.1 3.1 3.1 3.5 3.2 2.0 2.6 2.1 2.5 2.7 1.6 3.3 2.7 5.9 8.7 5.8 8.7 5.5 4.1 5.3 4.3 6.4 9.7 6.2 9.7 5.0 4.7 5.5 5.0 5.1 5.7 5.0 5.4 6.0 5.6 5.8 5.6 5.0 4.9 4.8 5.1 5.7 5.9 5.4 5.6 6.2 6.1 6.4 6.2 6.2 6.3 6.5 6.0 5.9 6.8 6.1 7.0 6.3 7.0 6.8 6.7 CASP4 5.0 5.6 4.9 5.6 5.7 5.8 5.6 5.9 3.5 4.2 3.0 4.3 5.2 5.7 5.3 5.7 5.8 6.0 5.9 6.0 6.2 5.6 6.4 5.4 5.9 6.6 5.9 6.7 6.4 5.6 6.7 6.4 CBFB 9.3 8.8 9.3 8.9 9.3 8.7 9.4 8.6 9.0 9.1 9.1 9.1 9.3 8.8 9.3 8.9 9.5 7.5 9.4 7.5 10. 9.3 9.7 9.1 9.7 9.7 10.0 9.7 10.0 9.0 9.3 9.0 9.2 9.4 9.7 9.4 9.7 9.4 9.6 9.5 9.5 9.7 10.7 9.6 10.7 9.3 7.9 9.2 8.1 9.6 10.5 9.6 10.4 CCND2 7.8 6.5 7.6 6.6 6.2 5.2 5.0 5.2 8.1 7.6 8.1 7.6 6.5 5.9 6.8 5.8 6.5 7.6 6.6 7.4 6.3 5.8 6.4 5.7 6.0 6.0 5.9 6.2 6.4 4.9 5. 3.9 6.9 4.3 7.0 5.0 11.0 5.9 11.2 6.5 CD248 6.6 7.3 6.7 7.3 6.1 6.8 6.1 6.9 5.6 6.6 5.5 6.7 6.3 7.1 6. CD59 9.8 9.9 9.7 9.9 9.5 9.5 9.5 9.5 9.2 9.7 9.4 9.8 9.4 9.5 9.3 9.5 9.4 10.2 9.5 10.1 9.8 9.5 9.8 9.6 9.3 9.4 9.2 9.5 9.4 9.5 9.6 9.7 CD74 5.8 5.1 5.7 5.0 6.4 6.5 6.1 6.6 6.0 5.7 5.8 5.8 6.2 6.5 6.4 6.5 6.0 6.1 6. CDH11 11.1 11.5 11.1 11.5 11.3 11.0 11.3 11.1 9.1 10.5 9.1 10.4 11.4 11.6 11.4 11.6 11.9 10.5 11.9 10.5 12.1 10.8 12.1 10.7 11.9 11.3 11.8 11. CDH15 7.0 6.1 6.8 5.9 7.1 5.3 7.2 5.9 6.3 6.8 6.0 6.7 8.3 7.6 7.9 7.5 4.9 1.2 5.3 1.6 5.4 3.4 5.5 2.8 7.2 2.1 7.0 3.0 6.2 4.1 6.5 4.1 CDH2 6.4 6.5 6.1 6.5 6.6 5.9 6.4 6.1 6.9 6.9 6.7 6.9 7.4 6. COL2A1_common 15.0 11.6 14.4 11.9 9.1 5.0 7.1 4.5 16.7 15.8 16.6 15.9 13.1 9.9 12.7 9.1 4.6 0.9 5.6 2.5 3.0 2.2 3.7 2.2 9.9 2.6 10.3 2.5 6.6 2.6 7.9 4.6 COL3A1 COL6A1 11.2 11.9 11.1 11.8 11.1 11.9 11.1 12.0 11.2 10.8 11.1 10.7 10.4 11.4 10.7 11.5 11.7 12.4 11.6 12.2 11.3 12.6 11.2 12.6 11.0 12.2 11.0 12.3 10.7 12.8 10.5 13.0 COL7A1 8.9 9.9 8.8 9.8 9.7 9.6 9.8 9.5 8.0 8.1 7.6 8.3 8.9 8.9 8.5 9.2 7.5 7.9 7.7 7.8 7.9 7.7 7.7 7.6 7.4 8.2 7.2 8.4 7.0 7.7 7.2 7.9 COL8A1 9.6 10.3 9.4 10.3 9.6 9.9 9.6 9.9 8.2 9.2 8.0 9.2 9.6 9.8 9.4 9.8 9.5 7.6 9.6 7.6 9.5 8. 12.3 12.5 12.2 12.5 11.2 11.3 11.2 11.4 11.9 12.5 11.8 12.7 11.8 11.8 11.7 11.7 11.3 10.4 11.3 10.4 11.1 11.1 11.1 11.0 11.9 10.9 11.8 10.9 11.5 11.2 11.4 11.5 FGFBP2 8.0 6.7 7.7 6.6 5.1 3.8 4.5 3.2 9.9 9.7 9.7 9.9 7.4 6.6 7.3 6.0 3.9 2.6 3.9 2.7 2.9 3.0 3.2 3.2 5.5 3.8 5.6 3.9 3.4 3.3 4.0 3.6 FGFR1 9.6 9.7 9.4 9.6 11.0 10.9 11.0 11.2 7.9 9.0 7.7 9.1 10.0 10.8 10.0 10.8 8.8 9.1 8.9 9.0 10.9 10.6 10.8 10.5 9.0 9.7 8.9 9.8 10.6 10.3 10.5 10.5 FMOD 12.4 11.0 12.2 11.0 9.5 8.2 8.9 7.9 13.8 13.0 13.6 13.0 11.5 9.9 11.3 9.5 8. 4.3 6.9 6.0 6.9 6.1 5.2 4.6 5.5 4.6 7.6 6.8 7.5 6.9 5.9 5.0 5.8 3.2 FZD6 5.7 6.8 5.9 6.7 6.3 6.0 6.2 6.0 4.6 5.4 4.6 5.5 5.8 5.7 6.0 5.9 5.2 6.5 5.2 6.4 6.1 6.2 5.8 6.2 4.9 6.2 4.8 6.3 5.8 6.0 6.1 6.4 FZD7 6.6 6.9 6.8 6.9 7.4 7.3 7.6 7.6 6.2 6.6 5.9 6.9 6.8 7.7 6.9 7.9 9.1 6. GLI3 5.7 6.6 5.7 6.6 6.5 6.8 6.6 6.7 5.0 5.4 5.0 5.7 6.4 6.7 6.5 6.8 6.5 6.4 6.6 6.4 6.9 7.2 7. HAPLN1 12.6 9.9 12.3 10.1 6.5 4.7 5.6 4.5 14.0 13.0 13.9 13.1 10.0 7.2 9.5 6.7 6.6 2.4 6.5 2.7 4.7 2.0 4.3 2.9 9.5 4.5 9.7 3.1 6.9 4.3 6.7 4.9 HAPLN3 7.0 6.7 6.9 6.7 6.7 6.7 6.5 6.6 7.4 6.9 7.1 7.1 6.8 7.0 7.1 7.1 5.8 6.3 5.4 6.1 5.9 5.8 6.1 5.9 6.3 7.1 6.0 6.9 6.1 6. HES1 5.5 5.4 5.4 5.3 6.7 6.9 6.9 7.0 5.8 4.6 5.5 4.7 5.7 6.0 5.7 6.5 6.1 3.3 5.8 3.4 6.9 6.7 6.8 6.7 6.0 3.8 6. IGFBP2 5.8 5.5 5.8 5.5 5.7 5.5 5.8 5.5 5.8 5.9 5.8 6.1 6.2 6.4 5.9 6.4 7.2 9.9 7.3 9.7 7.0 6.2 7.0 6.0 7.1 8.1 7.3 8.0 6.7 7.2 6.9 6.9 IGFBP3 10.1 10.7 10.2 10.6 11.8 11.7 12.3 12.0 8.8 8.2 7.6 8.1 8.5 9.8 8.6 10.4 13.2 13.0 13.3 13.1 12.4 13.5 12.3 13.6 12.2 12.6 12.0 12.5 10.0 12.9 10.4 12.7 IGFBP4 10.0 11.4 9.9 11.4 9.9 10.8 10.2 10.6 8.0 8.3 7.9 8.4 9.2 9.7 9.4 10.1 9.9 12.0 10.1 12.1 10.6 11.7 10.5 11.8 9.8 11.9 9.6 11.9 10.6 12.2 10.6 11.8 IGFBP5 12.9 12.9 12.7 12.9 13.5 12.5 13.5 12.3 10.5 11.5 10.7 11.3 12. 9.2 9.9 9.1 10.0 8.9 9.0 8.9 8.9 ITGB1 11.2 11.5 11.0 11.4 11.1 11.2 11.2 11.2 10.8 11.0 10.7 11.1 11.0 11.0 10.9 11.1 11.2 11.3 11.3 11.3 11.7 10.9 11.7 10.9 11.1 10.9 11.1 10.9 12.1 11. LGALS1 11.1 11.9 11.0 11.7 11.1 11.4 11.1 11.4 10.0 10.2 9.8 10.4 10.5 11.2 10.7 11.1 11.9 12.2 11.9 12.1 11.6 11.3 11.6 11.3 11.6 11.9 11.6 11.9 11.8 11.7 11.6 12.0
LGALS3 8.9 8.9 8.9 8.9 8.6 8.9 8.7 9.0 9.2 9.1 9.3 9.1 8.8 9.0 8.7 9.0 9.2 9.9 9.2 9.9 9.3 9.5 9.4 9.4 9.2 9.9 9.2 10.0 9.5 9.8 9.5 9.3
LGALS3BP 7. 9.3 10.8 9.4 11.1 12.8 13.7 13.3 13.8 6.6 6.5 6.7 6.5 10.5 11.9 10.7 12.5 9.8 3.3 9.8 3.0 11.2 11.2 11.3 11.0 9.2 4.7 8.9 4.5 10.3 11.1 9.9 11.0 MMP2 11.1 11.4 10.9 11.3 10.7 11.2 10.8 11.2 11.3 11.2 11.2 11.4 11.1 11.5 11.0 11.5 9.9 11.0 9.7 11.0 10.4 11.2 10.4 11.2 10.1 11.8 10.0 11.9 10.8 11.8 10.9 11.6 MMP28 6.0 5.4 6. NFIB 3.5 3.5 3.8 3.9 2.9 3.2 3.5 3.5 3.7 3.7 3.5 3.3 3.0 3.3 3.6 3.5 6.6 6.5 6.9 6.6 6.0 5.8 5.7 5.8 6.2 7.2 6.0 7.0 5.4 6.6 5.4 6.0 NFIL3 NOTCH1 3.7 4.2 3.9 4.2 5.1 5.5 5.3 5.6 3.5 3.9 3.5 3.9 4.5 5.0 3. 
